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Wheat screened for their resistance reaction 
towards common bunt in the field 
• 248 wheat accessions

• Most were susceptible to common bunt; 25 lines showed less than 
10% infection

• 32 spring type, 191 winter type and 25 with unknown vernalization
requirements

• Central 191, Northern 62, Western 31, Europe; 35 NSGG (Idaho) Bt1-
Bt13 (Goates, 1996); 19 unknown origin, 41 landraces

• 189 varieties released from 1886 to 2010!

• Genotyping
• DArT markers (Triticarte 2012) approx. 7000 markers

• Field: Mariager (56°39 N 10°01 E), Denmark; year 2011, 
2012
• Trouble maker:
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Inoculations, fields and evaluation 2011 and 
2012
• Common bunt teliospores

bulk collection
• Spores from different sites in 

Denmark representing a virulence 
spectrum (obtained from Bent J. 
Nielsen)

• Seeds inoculated by dusting, 
• 50-80 seeds per accession          

per 1 meter row
• Winter sown (October),          

Spring sown (April)

• Resistance scoring
• After heading, early summer
• % of spikes with a least 1 bunt 

sorus
• Log-transformation of scale
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Infection data for 2011 and 2012

• Out of 248 wheat, 239 accession 
were scored both years, 234 in 
2011 and 243 in 2012

• %-infection by winter- and 
spring-type

• 25 accessions less than 10% 
infection

• Correlation for bunt scores 
between years were high:      
r2 = 0.64, p<0.001

• Phenotypic variation 
• 79% were genetic effects
• 11% were G x Year effects
• 4% Year effect

• 2011           2011+2012
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Distribution of 1452 polymorphic DArT
markers
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Manhattan plots 2011 and 2011+2012
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Structure in the population of 248 wheat 
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QTL identified on 2B and 7A in this 
population of 248 wheat accessions 
• Based on 2 year field 

• From 2014 Thesis • According to Muellner et al. 2021 
a total of 24 QTL for common 
bunt has been identified by 
adding 1AL, 7AL

• Gordon et al. 2020 QTL 6DS

• Wang et al. 2019 QTL 7AL

• Bokore et al. 2019 5A, 7A

• Singh et al. 2016 1B, 4B, 5B, 6D, 
7D
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